The ribosomal protein gene RPL5 is a haploinsufficient tumor suppressor in multiple cancer types
Supplementary
: Unfiltered mutations and copy number changes in all ribosomal protein genes. The number and percent of mutations for each ribosomal protein gene in each cancer type is provided together with the total number of samples for which mutation data is available. The frequency of amplification and deletion for each ribosomal protein gene in each cancer type is also provided together with the total number of samples for which copy number data is available. The significance of the copy number change according to Gistic 2.0 is indicated with '1' for significant and '0' for non-signficant. For each mutated residue, the aminoacid change and the type of mutation is reported, as well as the cancer type where the mutation was found. The impact of each mutation on interactions with other proteins or RNA, as predicted by the Mechismo tool, is also shown. TransFIC transformed functional impact scores are provided as estimates of the general functional impact of the mutations.
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